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Correlation between glycosyl transferase gene expression and poorer
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# 1. ERR B E R & L7= TagMan® gene expression assay

Target

MGATS3

MGAT4a

MGAT5

GAPDH

Name

mannosyl (beta-1,4-)-glycoprotein beta-1,4-

N-acetylglucosaminyl-transferase

mannosyl (alpha-1,3-)-glycoprotein beta-

1,4-N-acetylglucosaminyl-transferase,

isozyme A

mannosyl (alpha-1,6-)-glycoprotein beta-

1,6-N-acetyl-glucosaminyltransferase

glyceraldehyde-3-phosphate

dehydrogenase

Assay ID

Hs02379589_s1

Hs00923405_m1

Hs00159136_m1

Hs99999905_m1

Amplicon

101 bp

83 bp

91 bp

122 bp



#£ 2. MGAT4a 35 5 O MGAT5 81513881 & AR5 B 51 K -1 0 BE4%

Factors Gene expression of MGAT 4a and/or MGAT 5
Pvalue
Positive (n=9) Nagative (n=53)
Median
Age 64 (61-82) 67 (47-86) N.S.
(Min —Max)
Gender Male 6 36
N.S.
Femail 3 17
Smoking status Never 2 14
N.S.
Smoker 7 39
Clinical stage <3a 0 8
3b 2 11 N.S.
4 7 34
ECOG PS 0 3 17
1 0 26
2 2 9 <0.05*%
3 0 4
4 4 3
Mutation status EGFR 3 7 N.S.
ALK 0 1 N.S.
KRAS 1 9 N.S.
BRAF 0 2 N.S.
3 year survival Surviving 1 33
<0.05*%
Not surviving 8 20

*P<0.05 (1 A _FME)
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